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NCBI Handbook

http:/ / www.ncbi.nlm.nih.gov /bookshelf /br.fcgi?book=handbook
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Book Information

] Part 1 The Databases

i Part 2 Data Flow and Processing
= 7 Part 3 Querying and Linking the Data
) Part 4 User Support
Glossary

2002-2009 Copyright and disclaimer
Bookshelf | NCBI | NLM | NIH
Help | Contact Bookshelf
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= The Databases

Chapter 1 GenBank: The Nucleotide Seguence Database

’ - Chapter 2 PubMed: The Bibliographic Database

Chapter 3 Macromolecular Structure Databases

Chapter 4 The Taxonomy Project

Chapter 5 The Single Nucleotide Polyvmorphism Database (dbSMNPY of
- MNucleotide Seqguence VWariation

Chapter & The Gene Expression Omnibus {GEQOY: A Gene Expression and

Hwvbridization Repository

Chapter 7 Online Mendelian Inheritance in Man (OMIM): A Directo of

Human Genes and Genetic Disorders

Chapter 8 The NCBI BookShelf: Searchable Biomedical Books

Chapter 9 PubMed Central (PMCY: An Archive for Literature from Life
Sciences Journals

Chapter 10 The SKY/CGH Database for Spectral Karyvotyping and
Comparative Genomic Hybridization Data

Chapter 11 The Major Histocompatibility Complex Database, dbMHC

@ @ Doug Brutlag 2010
S e —




EMBL-EBI Home Page
http:/ / www.ebi.ac.uk/
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Databases Tools EBI Groups Training Industry About Us Help Site Index S0

Data Resources &Tools

EMBL-BANK Genomes v Gene Expression Literature Sequence Similarity & Analysis
« UniProt « Mucleotide Sequences * Molecular Interactions Taxonomy = Pattern & Motif Searches
ArrayExpress » Protein Sequences ' Reactions & Pathways COntologies Structure Analysis
« Ensembl « Macromolecular Structures = Protain Families Patent Resources = Text Mining
InterPro Small Molecules : Enzymes Downloads
* PDBe = Web Sarvices

European Bioinformatics Institute

About the EBI = Latest News (Y]
Research Usar Support New portal for plant genomics will support research into

« PhD Studies EBI Mission Improved crops
Training People 08 October 2009

¢ Industry Support = Events at the EBI Today seaes the launch of Ensembl Plants — a freely available wab
Group & Team Leaders Genome Campus Events resource for plant genomics research — by EMBL-EBI, in partnership
EBI FI::_“..der5 How to Eind u: with the Cold Spring Harbor Laboratory, USA. Ensembl Plants allows

resaarchers worldwide to access and visualise tha results of
genome-scale axperiments in different plant species and will make it
easier for scientists to improve the productivity and health of crops...
more

EBI Hosted Project Websites
= Research Highlights

1000 Genomes EMFIMN
BioCatalogue FELICS « EMBL-EBI articles are top of the list
BioSapiens IMPACT a0 Movember 2000
 E-MeP = INSDC Articles on three resources hosted by EMBL-EBI (PDBa, Ensembl
EGA LAG Genomes and Gens Expression Atlas) are highlighted as featured
« ELEXIR SPIME articles in the latest Database issue of Nuclelc Acids Research.,
EMBRACE SYMBIOmatics Featured articles are selected by the journal's Executive Editors
» EMERALD based upon their originality, significance and scientific excellence ..,
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